Annomauus

Llenpro nccneqoBaHus SABIISIIACH OIIEHKA YPOBHS T€HETHUECKOTO pa3HOOOpa3us U CTENEHU
reHeTuyeckoil nuddepeHnuaniy nieMeHHbIX MOMYISIUN KBIPTBI3CKOTO TOPHOTO MEPUHOCA
Ha OCHOBE aHaynm3a BapuabdenbHocTu saepHoit JJHK ¢ ncnons3oBaHreM MUKpOCATEITUTHBIX
MapkepoB. Mccnenoanust npoBeneHbl Ha 109 )KUBOTHBIX U3 TpeX MIEMEHHBIX XO3SHUCTB:

I'TI3 «Oprouopy, I'TI3 «Karra-Tanaeixk» u I'TI3 um. M. H. Jlymuxuna. J[711 reHOTUITHUPOBAHUS
WCIOJNIb30BaH 12 MUKPOCATEIIUTHBIX JIOKYCOB. Y CTaHOBJIEH BBHICOKHI YPOBEHD aNIEIHHOTO
noyimMopdu3Ma: cpeHee YucIIo aliesiell Ha JIOKyc coctaBmiio 8,00, ahdexTuBHOE YMCIO ayuienei —
5,51, cpennee 3HaueHue noauMopdHoro nHpopmannonsoro coaepxkanus (PIC) — 0,76. Cpennss
Ha0Ir01aeMas TeTepPO3UroTHOCTH coctaBmia 0,717, oxungaemast — 0,746. 3HaueHus UHIEKCA
¢ukcanuu Fis Obutn Huzkumu u nonoxxkureabHbiMU (0,036-0,042), cpenee 3HaYeHHE COCTaBUIIO
0,040; 95 %-it moBepurenbHBIN HHTEpBaT cpeanero Fis cocrasmi 0,007-0,073. Koadduruent
reHetuyeckoil nuddepenmanyu Fsr umen snauenue 0,041, 94To CBUACTETBCTBYET O HU3KOM
CTCTICHH TeHeTHYECKOH nudepeHuaniy Mexay UCCIIeIOBAHHBIMHU TUIEMEHHBIMHE ITOMYJISITUSMHU.
[TonydeHHbIe pe3ynbTaThl YKa3bIBalOT HA COXPAHEHUE BHICOKOTO YPOBHS T'€HETHUECKOTO
pa3HO00pPa3ust KbIPTBI3CKOT0 TOPHOTO MEPUHOCA U MOTYT OBITh UCTIOJB30BAHBI ITPH pa3paboTKe
MPOrpaMM COXPAHEHUS TEHETHYECKUX PECYpPCOB M COBEPILICHCTBOBAHMS CEEKIIMOHHO-TIIEMEHHOM
paboTHI.

Knioueswvie cnosa: KpIprbI3cKHii TOPHBIA MEPUHOC, TEHETHUECKOE pa3HOOOpasue,
MUKpOcCaTeJUTUTHRIC MapKepsl, saepHas JIHK, retepo3urorHocts, reHeTndeckas auddepenHnuanus,
Fsr, Fis

QDunancupoeanue: VcCiea0BaHNE, HA OCHOBE PE3yJIbTATOB KOTOPOTO HAMMCcaHa JaHHAs
CTaThsl, (UHAHCUPOBATIOCH 32 CYET COOCTBEHHBIX CPEJICTB aBTOPOB

Abstract

The aim of this study was to assess the level of genetic diversity and genetic differentiation
among breeding populations of Kyrgyz mountain merino sheep based on nuclear DNA variation
using microsatellite markers. The study included 109 animals from three breeding farms: Orgochor
State Breeding Farm, M. N. Lushchikhin State Breeding Farm, and Katta-Taldyk State Breeding
Farm. Genotyping was performed using 12 microsatellite loci. A high level of allelic polymorphism
was detected: the mean number of alleles per locus was 8.06, the effective number of alleles was
5.51, and the mean polymorphic information content (PIC) was 0.76. The mean observed
heterozygosity was 0.717, while the expected heterozygosity was 0.746. The fixation index Fis
values were low and positive (0.036—0.042), with the mean value being 0.040; the 95% confidence
interval for the mean Fis was 0.007—0.073. The coefficient of genetic differentiation Fsr was 0.041,
indicating a low level of genetic differentiation among the studied breeding populations. The
acquired results demonstrate the maintenance of a high level of genetic diversity in Kyrgyz
mountain merino sheep and can be used to develop strategies for conserving genetic resources and
improvement of breeding programmes.
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